The monoubiquitin and diubiquitin fibrils appeared to be completely unfolded in the DMSO solution. On average, the 15 N NMR linewidth (full-width at half-height) of the diubiquitin crosspeaks was 2.4-fold larger than that of the monoubiquitin cross-peaks. This increase is caused mainly due to the increase in the molecular weight from monoubiquitin to diubiquitin. The crosspeaks of the N-terminal (Q2 and F4) and C-terminal (L73, R74, and A75) residues were shifted presumably due to the presence of an additional N-terminal sequence in the distal subunit, diubiquitin formation, or conformational exchanges in the DMSO solution; however, no large differences were observed for the remaining signals. and proximal subunits (b, orange bars) of diubiquitin in the native state was estimated from the normalized signal intensity of each cross-peak in the 1 H-15 N spectra at 24 hours after start of the HD exchange: the signal intensity at the start (t = 0) is set to 1. Each signal intensity at 24 hours after the start was calculated from the obtained exchange rates (Table S1 in 
